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23. H. R. Anderson, Jr., H. A. Scheraga and E. R. VanArtsdalen - Bromination of Hydrocarbons.
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427-442 (1954).

30. M. Laskowski, Jr. and H. A. Scheraga - Thermodynamic considerations of protein reactions.
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*65. J. Hermans, Jr. and H. A. Scheraga - The thermallyinduced configurational change of
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Proteins and Cancer Biochemistry, p. 31-41, Academic Press, NY (1960).

72. J. W. Donovan, M. Laskowski, Jr. and H. A. Scheraga - Abnormal ionizable groups in
lysozyme, ACS meeting abstracts, p. 48C, April 1957, and p. 35C, Sept. 1959, J. Am.
Chem. Soc., 82, 2154-2163 (1960).

73. H. A. Scheraga - Structural studies of ribonuclease. III. A model for the secondary and
tertiary structure. ACS meeting abstracts, p. 43C, Sept. 1959, J. Am. Chem. Soc., 82,
3847-3852 (1960).



74. S. J. Leach and H. A. Scheraga - Effect of light scattering on ultraviolet difference spectra, J.
Am. Chem. Soc., 82, 4790-4792 (1960).

*75. J. Hermans, Jr. and H. A. Scheraga - Structural studies of ribonuclease. IV. The near
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and its application to the study of plasma proteins, J. Biol. Chem., 236, 1960-1967
(1961).

93. H. A. Scheraga - "Protein Structure", Academic Press, N.Y. (1961).

*94. J. Hermans, Jr. and H. A. Scheraga - Structural studies of ribonuclease. V. Reversible
change of configuration. ACS meeting abstracts, p. 42C, Sept. 1958, J. Am. Chem. Soc.,
83, 3283-3292 (1961).

*95. J. Hermans, Jr. and H. A. Scheraga - Structural studies of ribonuclease. VI. Abnormal
ionizable groups. ACS meeting abstracts, p. 42C, Sept. 1958, J. Am. Chem. Soc., 83,
3293-3300 (1961).

96. H. A. Scheraga - Protein denaturation, Proc. Vth International Congress of Biochemistry,
Moscow, 1961, p. 59 of abstracts.

*97. M. A. Cohly and H. A. Scheraga - Aggregation of thrombin, Arch. Biochem. and Biophys.,
95, 428-434 (1961).

*98. C-Y. Cha and H. A. Scheraga - Location of the three buried tyrosyl groups of ribonuclease
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