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Publications of Harold A. Scheraga
  
  
1948 
 
1. H. A. Scheraga and M. E. Hobbs - Kinetics of the thermal chlorination of benzal chloride, J. 

Am. Chem. Soc., 70, 3015-3019 (1948). 
 
1949
 
2. M. Manes and H. A. Scheraga - Degassing low-boiling liquids by liquid-phase condensation, 

J. Am. Chem. Soc., 71, 2261 (1949). 
 
3. H. A. Scheraga, M. E. Hobbs and P. M. Gross - On the relative measurement of Kerr 

constants, J. Opt. Soc. Am., 39, 410-411 (1949). 
 
4. H. A. Scheraga and M. Manes -  Apparatus for fractional crystallization in vacuum, Anal. 

Chem., 21, 1581-1582 (1949). 
 
1951
 
5. E. W. Swegler, H. A. Scheraga and E. R. VanArtsdalen - Bromination of hydrocarbons.  III.  

Photobromination of toluene, J. Chem. Phys., 19, 135-136 (1951). 
 
6. J. T. Edsall, H. A. Scheraga and A. Rich - Double refraction of flow:-General relations and 

their application to nucleic acid solutions, ACS meeting abstracts p. 5J, April 1951. 
 
7. H. A. Scheraga  - Effect of a Gaussian distribution on flow birefringence, J. Chem. Phys., 19, 

983-984 (1951). 
 
8. H. A. Scheraga, J. T. Edsall and J. O. Gadd, Jr. - Double refraction of flow: Numerical 

evaluation of extinction angle and birefringence as a function of velocity gradient, J. 
Chem. Phys., 19, 1101-1108 (1951). 

 
 Issued as AEC report, HUX-4, Sept. 1949, Contract No. AT(30-1)497 under title:  

Double refraction of flow and  the dimensions of large asymmetrical molecules.  See also 
Ann. Comp. Lab. Harv. Univ., 26, 219 (1951). 

 
9. H. A. Scheraga - Relation between extinction angle and molecular size, Arch. Biochem. and 

Biophys., 33, 277-281 (1951). 
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10. H. A. Scheraga and J. K. Backus - Flow birefringence in solutions of 
n-hexadecyltrimethylammonium bromide, ACS meeting abstracts, p. 13G, April 1951, J. 
Am. Chem. Soc., 73, 5108-5112 (1951). 

 
*11. J. K. Backus and H. A. Scheraga - Dynamo-optical properties of detergent micelles, J. 

Colloid Sci., 6, 508-521 (1951). 
 
1952
  
*12. M. Laskowski, Jr., D. H. Rakowitz and H. A. Scheraga - Equilibria in the fibrinogen-fibrin 

conversion, J. Am. Chem. Soc., 74, 280 (1952). 
 
*13. C. S. Hocking, M. Laskowski, Jr. and H. A. Scheraga - Size and shape of bovine fibrinogen, 

J. Am. Chem. Soc., 74, 775-778 (1952). 
 
*14. H. A. Scheraga and J. K. Backus - Flow birefringence in arrested clotting systems, ACS 

meeting abstracts, p. 39C, April 1952, J. Am. Chem. Soc., 74, 1979-1983 (1952). 
 
*15. H. A. Scheraga and L. F. Nims - The action of X-rays on fibrinogen solutions, ACS meeting 

abstracts, p. 44C, Sept. 1950, Arch, Biochem. and Biophys., 36, 336-344 (1952). 
 
*16. M. Laskowski, Jr., B. L. Schapiro, T. H. Donnelly and H. A. Scheraga - Equilibria in the 

fibrinogen-fibrin conversion, Conference of the N.R.C., Division of Medical Sciences, 
Subcommittee on Blood Coagulation of the Committee on Surgery, May 21, 1952. 

 
*17. L. Mandelkern, W. R. Krigbaum, H. A. Scheraga and P. J. Flory - Sedimentation behavior 

of flexible chain molecules: polyisobutylene, ACS meeting abstracts, p. 50, April 1952,  
J. Chem. Phys., 20, 1392-1397 (1952). 

 
*18. R. Cerf and H. A. Scheraga - Flow birefringence in solutions of macromolecules. Chem. 

Revs., 51, 185-261 (1952). 
 
*19. J. K. Backus, M. Laskowski, Jr., H. A. Scheraga and L. F. Nims - Distribution of 

intermediate polymers in the fibrinogen-fibrin conversion, Arch. Biochem. and Biophys., 
41, 354-366 (1952). 

 
1953
 
20. H. A. Scheraga and L. Mandelkern - Consideration of the hydrodynamic properties of 

proteins, ACS meeting abstracts, p. 39C, April 1952, J. Am. Chem. Soc., 75, 179-184 
(1953). 
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*21. C. A. Streuli, H. A. Scheraga and M. L. Nichols - X-ray investigation of several 
contaminated barium sulfate precipitates, Anal. Chem., 25, 306-310 (1953). 

 
*22. B. M. Siegel, J. P. Mernan and H. A. Scheraga - The configuration of native and partially 

polymerized fibrinogen, Biochim. Biophys. Acta, 11, 329-336 (1953). 
 
 Presented as Abstract No. 35 at meeting of Electron Microscope Society of America, 

Cleveland, Nov. 1952, under title:  Correlation between Electron Microscope and Flow 
birefringence Observations on Native and Partially Polymerized Fibrinogen, J. Appl. 
Phys., 24, 116 (1953). 

 
23. H. R. Anderson, Jr., H. A. Scheraga and E. R. VanArtsdalen - Bromination of Hydrocarbons.  

VI.  Photochemical and thermal bromination of toluene.  Bond dissociation energies, J. 
Chem. Phys., 21, 1258-1267 (1953). 

 
24. H. A. Saroff, N. R. Rosenthal, E. R. Adamik, N. Hages and H. A. Scheraga - The 

methylation of bovine serum albumin, ACS meeting abstracts, p. 16C, Sept. 1952, J. 
Biol. Chem., 205, 255-270 (1953). 

 
 
1954
 
25. B. H. Eckstein, H. A. Scheraga and E. R. VanArtsdalen - Bromination of hydrocarbons.  VII.  

Bromination of isobutane.  Bond dissociation energies from bromination kinetics, J. 
Chem. Phys., 22, 28-35 (1954). 

 
*26. H. A. Scheraga - Fibrinogen and its polymerization, Baskerville Chemical Journal, 5, 16-18 

(1954). 
 
27. M. Laskowski, Jr. and H. A. Scheraga - Entropy changes in protein reactions, ACS meeting 

abstracts, p. 60C, Sept, 1954. 
 
28. H. A. Scheraga - Book review: -Partington, An Advanced Treatise on Physical Chemistry, 

Vol. 4 Physico-Chemical Optics, J. Am. Chem. Soc., 76, 5576 (1954). 
 
*29. H. A. Scheraga, W. R. Carroll, L. F. Nims, E. Sutton, J. K. Backus and J. M. Saunders - 

Hydrodynamic properties of urea-denatured fibrinogen, ACS meeting abstracts, p. 20C, 
Sept. 1952, Abstracts of the Symposium on Macromolecules of the XIIIth International 
Congress of Pure and Applied Chemistry, p. 281, Aug. 1953, J. Polymer Sci., 14, 
427-442 (1954). 

 
30. M. Laskowski, Jr. and H. A. Scheraga - Thermodynamic considerations of protein reactions.  

I.  Modified reactivity of polar groups, ACS meeting abstracts, p. 36C, Sept. 1953, p. 
60C, Sept 1954, J. Am. Chem. Soc., 76, 6305-6319 (1954). 
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1955
 
*31. J. T. Edsall, G. A. Gilbert and H. A. Scheraga - The Non-clotting component of the human 

plasma fraction I-1 ("Cold Insoluble Globulin"), ACS meeting abstracts, p. 33C, Sept. 1947,  
J. Am. Chem. Soc., 77, 157-161 (1955). 

 
32. H. A. Scheraga - Rotary diffusion coefficients of proteins, Fed. Proc., 14, No. 894, p. 276, March 

1955. 
 
*33. E. V. Gouinlock, Jr., P. J. Flory and H. A. Scheraga - Molecular configuration of gelatin, J. 

Polymer Sci., 16, 383-395 (1955). 
 
34. H. A. Saroff, G. I. Loeb and H. A. Scheraga - Low and high pH effects in serum albumin, J. Am. 

Chem. Soc., 77, 2908-2909 (1955). 
 
*35. T. H. Donnelly, M. Laskowski, Jr., N. Notley and H. A. Scheraga - Equilibria in the 

fibrinogen-fibrin conversion. II. Reversibility of the polymerization steps, ACS meeting 
abstracts, p. 37C, Sept. 1953, Arch. Biochem. and Biophys., 56, 369-387 (1955). 

 
36. H. A. Scheraga - Non-Newtonian viscosity of solutions of ellipsoidal particles, J. Chem. Phys., 

23, 1526-1532 (1955). 
 
37. J. M. Sturtevant, M. Laskowski, Jr., T. H. Donnelly and H. A. Scheraga - Equilibria in the 

fibrinogen-fibrin conversion.  III.  Heats of polymerization and clotting of fibrin monomer, J. 
Am. Chem. Soc., 77, 6168-6172 (1955). 

 
1956
 
*38. H. A. Scheraga - Book Review:-Weissberger, Technique of Organic Chemistry, Vol. I., part III, 

J. Polymer Sci., 19, 593-594 (1956). 
 
*39. M. Laskowski, Jr., J. M. Widom, M. L. McFadden and H. A. Scheraga - Differential ultraviolet 

spectra of insulin, ACS meeting abstracts, p. 24C, Sept. 1955, Biochim. Biophys. Acta, 19, 
581-582 (1956). 

 
40. H. A. Scheraga, G. I. Loeb and M. L. Wagner - Hydrodynamic properties, molecular 

configuration and reactivity of bovine serum albumin, Fed. Proc., 15, No. 1138, p. 348, 
March 1956. 

 
*41. M. L. Wagner and H. A. Scheraga - Gouy diffusion studies of bovine serum albumin, J. Phys. 

Chem., 60, 1066-1076 (1956). 
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*42. M. L. Hunt, S. Newman, H. A. Scheraga and P. J. Flory - Dimensions and hydrodynamic 
properties of cellulose trinitrate molecules in dilute solutions, ACS meeting abstracts, p. 7R, 
April 1955, J. Phys. Chem., 60, 1278-1290 (1956). 

 
43. M. Laskowski, Jr., T. H. Donnelly, B. A. Van Tijn and H. A. Scheraga - The Proteolytic 

Action of Thrombin on Fibrinogen, ACS meeting abstracts, p. 21C, Sept. 1952, J. Biol. 
Chem., 222, 815-821 (1956). 

 
44. M. Laskowski, Jr. and H. A. Scheraga - Thermodynamic considerations of protein reactions.  

II.  Modified reactivity of primary valence bonds.  ACS meeting abstracts, p. 36C, Sept. 
1953, J. Am. Chem. Soc., 78, 5793-5798 (1956). 

 
45. G. I. Loeb and H. A. Scheraga - Hydrodynamic and thermo-dynamic properties of bovine 

serum albumin at low pH, J. Phys. Chem., 60, 1633-1644 (1956). 
 
1957
 
*46. H. A. Scheraga - Tyrosyl-carboxylate ion hydrogen bonding in ribonuclease, Biochim. 

Biophys. Acta, 23, 196-197 (1957). 
 
47. H. A. Scheraga - Some aspects of the gross and internal configurations of proteins.  (Eli Lilly 

Award Address).  ACS meeting abstracts, p. 55C, April 1957. 
 
48. H. A. Scheraga - The role of tertiary structure in the reactions of several proteins, Gordon 

Conference, July 1957. 
 
49. S. Ehrenpreis and H. A. Scheraga - Observations on the analysis for thrombin and the 

inactivation of fibrin monomer, ACS meeting abstracts, p. 71C, Sept. 1956, J. Biol. 
Chem., 227, 1043-1061 (1957). 

 
50. S. Ehrenpreis, S. J. Leach and H. A. Scheraga - Action of thrombin on lysine substrates, J. 

Am. Chem. Soc., 79, 6086 (1957). 
 
51. H. A. Scheraga and M. Laskowski, Jr. - The fibrinogen-fibrin conversion, Adv. Prot. Chem., 

12, 1-131 (1957). 
 
 
1958
 
52. S. J. Leach and H. A. Scheraga - Preparation, sedimentation, and deuterium exchange studies 

of the oxidized A and B chains of insulin, Compt. rend. Lab. Carlsberg, Ser. Chim., 30, 
271-290 (1958). 
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53. H. A. Scheraga and L. Mandelkern - On the interpretation of hydrodynamic data for dilute 
protein solutions, J. Phys. Chem., 62, 370 (1958). 

 
54. J. W. Donovan, M. Laskowski, Jr. and H. A. Scheraga - Influence of ionization of carboxyl 

groups on the ultraviolet absorption spectrum of lysozyme, ACS meeting abstracts, p. 
48C, April 1957, Biochim. Biophys. Acta, 29, 455-456 (1958). 

 
*55. H. A. Scheraga, S. Ehrenpreis and E. Sullivan -  Comparative kinetic behavior of thrombin, 

plasmin and trypsin toward synthetic substrates, Nature, 182,  461-462 (1958). 
 
56. S. Ehrenpreis, M. Laskowski, Jr., T. H. Donnelly and H. A. Scheraga - Equilibria in the 

fibrinogen-fibrin conversion.  IV. Kinetics of the conversion of fibrinogen to fibrin 
monomer.  ACS meeting abstracts, p. 49C, April 1957, J. Am. Chem. Soc., 80, 
4255-4263 (1958). 

 
57. H. A. Scheraga - Thrombin and its interaction with fibrinogen, Ann. New York Acad. Sci., 

75, 189-194 (1958). 
 
 
1959
 
58. S. Ehrenpreis and H. A. Scheraga - Kinetics of the conversion of fibrinogen to fibrin 

monomer at neutral pH, Arch. Biochem. and Biophys., 79, 27-43 (1959). 
 
59. L. Gruen, M. Laskowski, Jr. and H. A. Scheraga - Preparation and characterization of a fully 

iodinated insulin derivative, ACS meeting abstracts, p. 48C, April 1957, J. Biol. Chem., 
234, 2050-2053 (1959). 

 
*60. L. Gruen, M. Laskowski, Jr. and H. A. Scheraga - Thermodynamics of the ionization of the 

lysyl residue of insulin, ACS meeting abstracts, p. 48C, April 1957, J. Am. Chem. Soc., 
81, 3891-3901 (1959). 

 
61. H. A. Scheraga - Proteins and synthetic polypeptides, Ann. Rev. Phys. Chem., 10, 191-218 

(1959). 
 
*62. H. A. Scheraga and S. Ehrenpreis - Kinetics of the fibrinogen-fibrin conversion, Proc. IVth 

International Congress of Biochemistry, Vienna, 1958, 10, 212-227 (1959). 
 
*63. M. Calvin, J. Hermans, Jr. and H. A. Scheraga - Effect of deuterium on the strength of 

hydrogen bonds, J. Am. Chem. Soc., 81, 5048-5050 (1959). 
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64. J. W. Donovan, M. Laskowski, Jr. and H. A. Scheraga - Carboxyl group interactions in 
lysozyme, ACS meeting abstracts, p. 48C, April 1957, J. Molecular Biol., 1, 293-296 
(1959). 

 
*65. J. Hermans, Jr. and H. A. Scheraga - The thermallyinduced configurational change of 

ribonuclease in H2O and D2O, Biochim. Biophys. Acta, 36, 534-535 (1959). 
 
 
1960
 
*66. C-Y. Cha and H. A. Scheraga - Structural studies of ribonuclease.  I.  Hydrogen ion 

equilibria in a denaturing solvent, ACS meeting abstracts, p. 43C, Sept. 1959, J. Am. 
Chem. Soc., 82, 54-58 (1960). 

 
*67. C. L. Schildkraut and H. A. Scheraga - Structural Studies of Ribonuclease.  II. Deuterium 

exchange studies of two crystalline forms of ribonuclease, ACS meeting abstracts, p. 
43C, Sept. 1959, J. Am. Chem. Soc., 82, 58-62 (1960). 

 
*68. J. Hermans, Jr., J. W. Donovan and H. A. Scheraga - Thermodynamic data from difference 

spectra.  ACS meeting abstracts, p. 42C, Sept. 1958, J. Biol. Chem., 235, 91-93 (1960). 
 
*69. M. Laskowski, Jr., S. J. Leach and H. A. Scheraga - Tyrosyl hydrogen bonds in insulin, 

ACS meeting abstracts, p. 48C,  April 1957, J. Am. Chem. Soc., 82, 571-582 (1960). 
 
70. M. Laskowski, Jr., S. Ehrenpreis, T. H. Donnelly and H. A. Scheraga - Equilibria in the 

fibrinogen-fibrin conversion.  V. Reversibility and thermodynamics of the proteolytic 
action of thrombin on fibrinogen.  ACS meeting abstracts, p. 23C, Sept. 1955, J. Am. 
Chem. Soc., 82, 1340-1348 (1960). 

 
*71. H. A. Scheraga, C-Y. Cha, J. Hermans, Jr. and C. L. Schildkraut - Internal hydrogen 

bonding in ribonuclease. ACS meeting abstracts, p. 43C, Sept. 1959.  Amino Acids, 
Proteins and Cancer Biochemistry, p. 31-41, Academic Press, NY (1960). 

 
72. J. W. Donovan, M. Laskowski, Jr. and H. A. Scheraga - Abnormal ionizable groups in 

lysozyme, ACS meeting abstracts, p. 48C, April 1957, and p. 35C, Sept. 1959, J. Am. 
Chem. Soc., 82, 2154-2163 (1960). 

 
73. H. A. Scheraga - Structural studies of ribonuclease. III.  A model for the secondary and 

tertiary structure.  ACS meeting abstracts, p. 43C, Sept. 1959, J. Am. Chem. Soc., 82, 
3847-3852 (1960). 
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74. S. J. Leach and H. A. Scheraga - Effect of light scattering on ultraviolet difference spectra, J. 
Am. Chem. Soc., 82, 4790-4792 (1960). 

 
*75. J. Hermans, Jr. and H. A. Scheraga - Structural studies of ribonuclease.  IV. The near 

infrared absorption of the hydrogen-bonded peptide NH group.  ACS meeting abstracts, 
p. 41C, Sept. 1960, J. Am. Chem. Soc., 82, 5156-5160 (1960). 

 
76. H. A. Scheraga and R. Signer - Streaming birefringence, Ch. 35, p. 2387-2457, in 

Weissberger, Technique of Organic Chemistry, Vol. I, Part III, 3rd ed., New York 
(1960). 

 
77. S. J. Leach and H. A. Scheraga - Ultraviolet difference spectra and the internal structure of 

proteins, J. Biol. Chem., 235, 2827-2829 (1960). 
 
78. J. A. Rupley and H. A. Scheraga - Digestion of ribonuclease A with chymotrypsin and 

trypsin at high temperatures, Biochim. Biophys. Acta, 44, 191-193 (1960). 
 
79. J. R. Sharpsteen, Jr., H. A. Scheraga and J. S. Butterworth - Method for analyzing materials, 

U.S. Patent 2,962,425, Nov. 29, 1960. 
 
80. H. A. Scheraga - Deuterium exchange studies and protein structure, Brookhaven Symposia in 

Biology, 13, 71-88 (1960). 
 
81. H. A. Scheraga - Helix-random coil transformations in deuterated macromolecules, Ann. N. 

Y. Acad. Sci., 84, 608-616 (1960). 
 
82. H. A. Scheraga - Influence of side-chain hydrogen bonds on the elastic properties of protein 

fibers and on the configurations of proteins in solution.  ACS meeting abstracts, p. 51C, 
Sept. 1958, J. Phys. Chem., 64, 1917-1926 (1960). 

 
 
1961
 
83. M. Laskowski, Jr. and H. A. Scheraga - Thermodynamic considerations of protein reactions.  

III. Kinetics of protein denaturation.  ACS meeting abstracts, p. 36C, Sept. 1953, J. Am. 
Chem. Soc., 83, 266-274 (1961). 

 
84. C. A. Broomfield and H. A. Scheraga - Electrochemical analysis of protein mixtures on 

paper, Fed. Proc., 20, 380, March 1961. 
 
85. A. Nakajima and H. A. Scheraga - Thermodynamic study of shrinkage and of phase 

equilibrium under stress in films made from ribonuclease.  ACS meeting abstracts, p. 
42C, Sept. 1960, J. Am. Chem. Soc., 83, 1575-1584 (1961). 
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86. A. Nakajima and H. A. Scheraga - Thermodynamic study of shrinkage in fibers made from 
insulin.  ACS meeting abstracts, p. 32C, Sept. 1959, J. Am. Chem. Soc., 83, 1585-1589 
(1961). 

 
*87. H. A. Scheraga, R. A. Scott, G. I. Loeb, A. Nakajima and J. Hermans, Jr. - The sharpness of 

the transition in reversible protein denaturation, J. Phys. Chem., 65, 699 (1961). 
 
88. C-Y. Cha and H. A. Scheraga - Differentiation of the tyrosyl groups of ribonuclease A by 

iodination, Biochem. Biophys. Res. Comm., 5, 67-70 (1961). 
 
89. H. A. Scheraga - Effect of hydrophobic bonding on protein reactions, J. Phys. Chem., 65, 

1071-1072 (1961). 
 
90. H. A. Scheraga and M. A. Cohly - Physical chemical studies of thrombin, 9th Annual 

Symposium on Blood, Jan. 20-21, 1961, Thrombosis et Diathesis Haemorrhagica, 5, 609 
(1961). 

 
91. J. W. Donovan, M. Laskowski, Jr. and H. A. Scheraga - The effects of charged groups on the 

chromophores of lysozyme and of amino acids.  ACS meeting abstracts, p. 48C, April 
1957,  J. Am. Chem. Soc., 83, 2686-2694 (1961). 

 
*92. C. A. Broomfield and H. A. Scheraga - A method of scanning paper electrophoresis strips 

and its application to the study of plasma proteins, J. Biol. Chem., 236, 1960-1967 
(1961). 

 
93. H. A. Scheraga - "Protein Structure", Academic Press,  N.Y. (1961). 
 
*94. J. Hermans, Jr. and H. A. Scheraga - Structural studies of ribonuclease.  V. Reversible 

change of configuration.  ACS meeting abstracts, p. 42C, Sept. 1958, J. Am. Chem. Soc., 
83, 3283-3292 (1961). 

 
*95. J. Hermans, Jr. and H. A. Scheraga - Structural studies of ribonuclease.  VI.  Abnormal 

ionizable groups.  ACS meeting abstracts, p. 42C, Sept. 1958, J. Am. Chem. Soc., 83, 
3293-3300 (1961). 

 
96. H. A. Scheraga - Protein denaturation, Proc. Vth International Congress of Biochemistry, 

Moscow, 1961, p. 59 of abstracts. 
 
*97. M. A. Cohly and H. A. Scheraga - Aggregation of thrombin, Arch. Biochem. and Biophys., 

95, 428-434 (1961). 
 
*98. C-Y. Cha and H. A. Scheraga - Location of the three buried tyrosyl groups of ribonuclease 

A, Biochem. Biophys. Res. Comm., 6, 369-372 (1962). 
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1962
 
99. H. A. Scheraga - Configurational changes in protein fibers, Abstr. of 4th Delaware Valley 

Regional Meeting, ACS, p. 122, Jan. 25, 1962. 
 
*100. G. Loeb and H. A. Scheraga - The thermally-induced transition in fibrin.  ACS meeting 

abstracts, p. 16I, April, 1959, J. Am. Chem. Soc., 84, 134-142 (1962). 
 
*101. L. M. Riddiford and H. A. Scheraga - Structural studies of paramyosin. I. Hydrogen ion 

equilibria. ACS meeting abstracts, p. 15C, Sept. 1961, Biochemistry, 1, 95-107 (1962). 
 
*102. L. M. Riddiford and H. A. Scheraga - Structural studies of paramyosin.  II.  

Conformational changes.  ACS meeting abstracts, p. 15C, Sept. 1961, Biochemistry, 1, 
108-114 (1962). 

 
*103. G. Némethy and H. A. Scheraga - The structure of water and hydrophobic bonding in 

proteins.  I. A model for the thermodynamic properties of liquid water.  ACS meeting 
abstracts, p. 4C, Sept. 1960, J. Chem. Phys., 36, 3382-3400 (1962). 

 
*104. G. Némethy and H. A. Scheraga - The structure of water and hydrophobic bonding in 

proteins.  II. A model for the thermodynamic properties of aqueous solutions of 
hydrocarbons.  ACS meeting abstracts, p. 4C, Sept. 1960, J. Chem. Phys., 36, 3401-3417 
(1962). 

 
*105. J. A. Rupley, T. Ooi and H. A. Scheraga - Limited proteolysis of ribonuclease-active 

components, Biochem. Biophys. Res. Comm., 8, 147-150 (1962). 
 
*106. H. A. Scheraga - Effect of side-chain hydrogen bonds, hydrophobic bonds, and covalent 

cross-links on protein conformation in solution, in "Polyamino Acids, Polypeptides, and 
Proteins", Ed. M. A. Stahmann, p. 241-249, Univ. of Wisconsin Press, Madison (1962). 

 
*107. Y. V. Wu and H. A. Scheraga - Studies of soybean trypsin inhibitor.  I. Physicochemical 

properties, Biochemistry, 1, 698-705 (1962). 
 
*108. I. Z. Steinberg and H. A. Scheraga - Chromatography on columns packed with a non-polar 

material, J. Am. Chem. Soc., 84, 2890-2892 (1962). 
 
*109. H. A. Scheraga, G. Némethy and I. Z. Steinberg - The contribution of hydrophobic bonds 

to the thermal stability of protein conformations, J. Biol. Chem., 237, 2506-2508 (1962). 
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*110. H. A. Scheraga and J. A. Rupley - The structure and function of ribonuclease, Adv. in 
Enzymology, 24, 161-261 (1962). 

 
111. E. E. Schrier, C. A. Broomfield and H. A. Scheraga -  Molecular weight of bovine 

thrombin, Arch. Biochem. Biophys., Suppl. 1, 309-318 (1962). 
 
*112. Y. V. Wu and H. A. Scheraga - Studies of soybean trypsin inhibitor. II. Conformational 

properties, Biochemistry, 1, 905-911 (1962). 
 
113. G. Némethy and H. A. Scheraga - The structure of water and hydrophobic bonding in 

proteins.  III. The thermodynamic properties of hydrophobic bonds in proteins.  ACS 
meeting abstracts, p. 4C, Sept. 1960; Colloid Symp., June, 1962, J. Phys. Chem., 66, 
1773-1789 (1962).  Erratum:-J. Phys. Chem., 67, 2888 (1963). 

 
*114. E. E. Schrier and H. A. Scheraga - The effect of aqueous alcohol solutions on the thermal 

transition of ribonuclease, Biochim. Biophys. Acta, 64, 406-408 (1962). 
 
115. H. A. Scheraga - Purification of clotting factors from a physico-chemical viewpoint.  

"Progress in Coagulation", p. 186, Friedrich-Karl Schattauer-Verlag, Stuttgart, (1962). 
 
 
1963
 
*116. I. Z. Steinberg and H. A. Scheraga - Entropy changes accompanying association reactions 

of proteins.  ACS meeting abstracts, p. 59C, Sept. 1962, J. Biol. Chem., 238, 172-181 
(1963). 

 
117. G. Némethy, I. Z. Steinberg and H. A. Scheraga - The influence of water structure and of 

hydrophobic interactions on the strength of side-chain hydrogen bonds in proteins.  ACS 
meeting abstracts, p. 58C, Sept. 1962, Biopolymers, 1, 43-69 (1963). 

 
*118. J. A. Rupley and H. A. Scheraga - Structural studies of ribonuclease.  VII.  Chymotryptic 

hydrolysis of ribonuclease A at elevated temperatures.  ACS meeting abstracts, p. 16C, 
Sept. 1961, Biochemistry, 2, 421-431 (1963). 

 
*119. T. Ooi, J. A. Rupley and H. A. Scheraga - Structural studies of ribonuclease.  VIII.  

Tryptic hydrolysis of ribonuclease A at elevated temperature.  ACS meeting abstracts, p. 
47C, Sept. 1962, Biochemistry, 2, 432-437 (1963). 
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*120. J. Hermans, Jr., S. J. Leach and H. A. Scheraga - Thermodynamic data from difference 
spectra.  II. Hydrogen bonding in salicylic acid and its implications for proteins, ACS 
meeting abstracts, p. 42C, Sept. 1958, J. Am. Chem. Soc., 85, 1390-1395 (1963). 

 
121. H. A. Scheraga - Reactions of proteins; denaturation.  In "Comprehensive Biochemistry" 

(Ed. M. Florkin and E.H. Stotz), Vol. 7 Part 1, p. 148, Elsevier, Amsterdam (1963).  
 
*122. C-Y. Cha and H. A. Scheraga - The buried tyrosyl residues of ribonuclease. I. Differential 

rates of iodination, J. Biol. Chem., 238, 2958-2964 (1963). 
 
123. C-Y. Cha and H. A. Scheraga - The buried tyrosyl residues of ribonuclease.  II.  Positions in 

the amino acid sequence, J. Biol. Chem., 238, 2965-2975 (1963). 
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